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the exons set forth in SEQ ID No. 3 under conditions of at least moderate-^^ 
stringency, and that is present in the geTforne of a Caenorhabd/iis^rfematode, 
wherein a Caenorhabditis elegans expressingJtJieJrGV^Tprotein exhibits normal 
location of vulva and respons^ja^aleCQe^atop^e sensory behaviors; and 

d) as^qtlence of nucleotides degenerate with the sequence of 
nucleotidjes'OT c)_. ; — — 


5. (Amended) The isolajfed'Wucleic acidjriqlecu^ 1 that 
— comprises^ encodes the sequence of amino acids 

^ — s^rT^CM^tFTki SEQ ID No. 4. ■ - 




9. (Amended) An isolated g^ene that encodes a nematorlp 1 OV^J ^ 


iinx^tetrrrcomprisinq the nucleic^-aJLkl-fnolecule of claim 1 . 






15. (Amended) An isolated nucleic acid molecule that encodes a — 
mutant Caenorhabditis LOV-1 protein, wherein: ^ — — 
a Caenorhabditis elegans nert/atode^xpres^jja^HTB^rnutant protein 

exhibits defective mating behavioral---- ) 

a nematojie-lffat defect exhibits one or both of an 
altered loc^ikrfTof vulva (Lov) and response phenotype; and 
^^a wild-type LOV-1 protein is encoded by the nucleic acid molecule of 

nlpiim 1 _ ■ 


<ZL «=» - 




27. (Amended) A trans^em nematode, 
compri^inx^^ * 


b L 


29. (Amended) The transg&mc nematode of claim 27, wherein: ^ — 

the nematode is Caenorhabditis ehsgans (C. e/egansi^jax^4 ~~ 

the vector orjjg^ne^efteor^ into the C. elegans 
:= ^j2^Q^mS^Z^^ — — 


b 1 


31 . (Amended) The transqeRjc nematode of claim 27,wher£jix: 

the nucleic acid molecule emcoo^ protein; 
a nennato^-^qDressI^^ protein exhibits defective mating 
beh^vtof; 
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a nematode that expresses such defect exhibits one or both of, 
altered location of vulva (Lov) and response phenotype. 

32. (Amended) The transg / errH£ nematode of clajjoa<3t), wherein: 
the nucleic acid molecule e^/Codes>§j3PHdtant LOV-1 protein; 
a nematode expressing-^re'l^ protein exhibits defective mating 
behavior; 

*a nematode that expresses such defect exhibits one or both of an 
aj^fed location of vulva (Lov) and response phenotype. 




42. (Amended) A transgkn\i\Caenorhabditis nematode, comprisinq-the- 



nuclejx^£4d-rnratBcule of clalmj 5 



74. (Amended) A method for identifying genes or regulatory factors 
involved in polycystic kidney diseases, comprising: 

mutagenizing Caenorhabditis e^gaH^ transgjsnjx^f^^ that contain a 

dominant negative lov-1 transger 

Hg ttWeof that exhibit a further loss in 



or ol 



selecting nem? 

function oMiftoi/-/ transgene by observing mating behaviors; and 
identifying the mutations and genes responsible for the loss. 



76. (Amended) A method for identifying regulators and factors 
necessary for synthesis and transport of LOV-1 protein; 

preparing a transgenic Caenorhabditis elegans ngxjwtocle that expresses a 
detectable marker linked to LOV-1 prd^einj^ 
mutagenizing the n^matojpj^ 

selecting nematcjjieg" or^rffejians^thereof that have altered patterns of 
expression of LQtf^l', and 

ftifying the gene responsible for the alteration. 
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77. (Amended) A method for identifying transcriptional regulafor^of 
lov-1 1 comprising: 

preparing a transgenic Caenorl^abdith^legajjs^c^maXo6e that expresses a 
detectable marker linked to LOV-1 pit 
mutagenizing thej^errfat? 
selecJw=»g^Tematodes or offspring thereof that altered levels of expression 
of tb^protein. 



82. (Amended) A method for identifying genes or regulatory factors 
involved in polycystic kidney diseases, comprising: 

treating Caenorhabditis elegans nematodes with a test compc 
or mutagenizing them; 

selecting nematodes or the offspring thereof that §xtffbit altered 
clumping behavior when seeded on a lawn of bacteria, 

an alteration in the behavior is indicative of c[>afige in the genotype of the 



exhjteft clumping behavior, and males 
s activity of the LOV-1 protein are 



lov-1 locus, such that the wild-type 
with a mutation in the lov-1 locus that aL 
randomly dispersed in the bacterial 

mutagenizing th^n^majj06e^ that a/e randomly dispersed in the bacterial 

lawn; 

selecting ma\p^ or the offspring thereof that exhibit a partial or complete 
restoration of t>e wild-type behavior; 

analyzing the mutations of the males or the offspring thereof that exhibit 
a partial or complete restoration of the wild-type behavior; and 

identifying the genes or mutations responsible for the restoration. 
83. (Amended) The method of claim 82, wherein the genes or 
mutations are genetic supressors of lov-1 mutants. 
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